Key indicators: single-crystal X-ray study; T = 188 K; mean (C-C) = 0.008 Å; R factor = 0.035; wR factor = 0.087; data-to-parameter ratio = 21.4. 
The title compound, [In 2 (CH 3 ) 4 (C 6 H 4 O 2 )(C 5 H 5 N)] or [{(CH 3 ) 2 In}(1,3-O 2 C 6 H 4 ){In(CH 3 ) 2 (py)}] n , (py = pyridine) contains two crystallographically unique In III ions which are in distorted tetrahedral C 2 O 2 and distorted trigonal-bipyramidal C 2 O 2 N coordination environments. The In III coordination centers are bridged head-to-head via In-O bonds, yielding four-membered In 2 O 2 rings and zigzag polymeric chains along [001] .
Related literature
For background to dimethylindium aryloxides, see: Briand et al. (2010) ; Beachley et al. (2003) ; Hausslein et al. (1999) ; Blake et al. (2011); Bradley et al. (1988) ; Trentler et al. (1997) . For dimethylindium compounds with bidentate imine-alkoxide ligands, see: Hu et al. (1999) ; Wu et al. (1999) ; Pal et al. (2013) ; Lewinski et al. (2003) ; Ghoshal et al. (2007) .
Experimental
Crystal data [In 2 (CH 3 Data collection: SMART (Bruker, 1999 ); cell refinement: SAINT (Bruker, 2006) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008b ); program(s) used to refine structure: SHELXL2013 (Sheldrick, 2008b) ; molecular graphics: DIAMOND (Brandenburg, 2012) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008b (Briand et al., 2010; Beachley et al., 2003; Hausslein et al., 1999; Blake et al., 2011; Bradley et al., 1988; Trentler et al., 1997 (Hu et al., 1999; Wu et al., 1999; Pal et al., 2013; Lewinski et al., 2003; Ghoshal et al., 2007) . The molecular structure of (I) (Fig. 1) shows two crystallographically unique 
Under an atmosphere of dinitrogen, InMe 3 (0.250 g, 1.56 mmol) was dissolved in diethyl ether (10 ml). Pyridine (0.125 g, 1.56 mmol) was added and the solution stirred for 30 min. Resorcinol (0.088 g, 0.78 mmol) was then added and the reaction mixture stirred for an additional 1 h. The reaction was then filtered and the filtrate allowed to sit at 296K. 
Refinement
Hydrogen atoms were included in calculated positions and refined using a riding model.
Computing details
Data collection: SMART (Bruker, 1999 ); cell refinement: SAINT (Bruker, 2006) ; data reduction: SAINT (Bruker, 2006 ); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008b ); program(s) used to refine structure: SHELXL2013 (Sheldrick, 2008b) ; molecular graphics: DIAMOND (Brandenburg, 2012) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008b) .
Figure 1
The molecular structure of (I), with displacement ellipsoids drawn at the 50% probability level. H atoms have been omitted for clarity. Symmetry transformations used to generate equivalent atoms: Special details Experimental. Crystal decay was monitored by repeating the initial 50 frames at the end of the data collection and analyzing duplicate reflections. Geometry. All e.s.d.'s (except the e.s.d. in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell e.s.d.'s are taken into account individually in the estimation of e.s.d.'s in distances, angles and torsion angles; correlations between e.s.d.'s in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell e.s.d.'s is used for estimating e.s.d.'s involving l.s. planes. Refinement. Reflections were merged by SHELXL according to the crystal class for the calculation of statistics and refinement. _reflns_Friedel_fraction is defined as the number of unique Friedel pairs measured divided by the number that would be possible theoretically, ignoring centric projections and systematic absences. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

